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pPEX-K168 vector map, multiple cloning site and full
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GCGAGCAGACAAGCCCGT CAGCGCGCGT CAGCAEEGTGT TGECGEGTGI CE
GGGCTGGCTTAACTATGCGGECAT CAGAGCAGATTGTACTGAGAGAAACC
caat t gGGTACCgagct ¢ CCTGCAGGAAGC>your _gene>ACCTCCTA
GCGCTCGECTTggat cc GAATTCAAACCT GAAATTGT TATCCGCTCACAA
TTCCACACAACATACGAGCCGGAAGCATAAAGT GTAAAGCCTG

Start point:
(A of ACCT 3’ of “your gene” is bp no. 1)

Mul tiple Coning Site: bases 5-30/2394-2419

| ac Pronoter: bases 65-95

pUC ori gi n: bases 419-1007

Kananyci n resi stance ORF: bases 1316-2110

pEX- For prim ng site: bases 2296-2316

pEX- Rev primng site: bases 75-100

gene insertion site
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Ful | Sequence of pEX-K168 (2423 bp)

1)
R MeEEacct gct agegcet cget t ggat ccgaat t caaacct gaaatt gtt at ccget cacaa
tt ccacacaacat acgagccggaagcat aaagt gt aaagcct ggggt gect aat gagt gagct aact ¢
acattaattgcgttgcgctcact gccecgetttccagt cgggaaacct gt cgt gccagcet gcat t aat g
aat cggccaacgcgcggggagaggeggt tt gcgt at t gggeget ctt ccget t cct cget cact gact
cgct gcget cggt cgt t cgget gcggcgageggt at caget cact caaaggeggt aat acggt t at cc
acagaat caggggat aacgcaggaaagaacat gt gagcaaaaggccagcaaaaggccaggaaccgt aa
aaaggccgegtt gct ggegt tttt ccat aggct ccgeecccect gacgagcat cacaaaaat cgacgcet
caagt cagaggt ggcgaaacccgacaggact at aaagat accaggcgt t t ccccct ggaagct ccct ¢
gt gcgct ctcct gt t ccgaccct gecgett accggat acct gt ccgectttct ccctt cgggaagegt
ggcgctttctcataget cacgcet gt aggt at ct cagt t cggt gt aggt cgt t cget ccaaget gggcet
gt gt gcacgaaccccccgt t cagcccgaccget gegectt at ccggt aact at cgt ct t gagt ccaac
ccggt aagacacgact t at cgccact ggcagcagccact ggt aacaggat t agcagagcgaggt at gt
aggcggt gct acagagt t ct t gaagt ggt ggcct aact acggcet acact agaagaacagt at tt ggt a
t ct gcgcet ct gct gaagccagt t acct t cggaaaaagagt t ggt agct ct t gat ccggcaaacaaacc
accgctggt agcggt ggttttttt gttt gcaagcagcagatt acgcgcagaaaaaaaggat ct caaga
agatcctttgatcttttctacggggt ct gacgct cagt ggaacgaaaact cacgttaagggattttgg
t cat gagat t at caaaaaggat ctt cacct agat cctttt aaat t aaaaat gaagt t tt aaat caat ¢
t aaagt at at at gagt aaact t ggt ct gacagccggaat t gccagct ggggegcecct ct ggt aaggt t
gggaagccct gcaaagt aaact ggat ggct t t ct t gccgccaaggat ct gat ggcgcaggggat caag
at ct gat caagagacaggat gaggat cgtt t cgcat gat t gaacaagat ggat t gcacgcaggt tctc
cggccgct t gggt ggagaggcet at t cggcet at gact gggcacaacagacaat cggct get ct gat gec
gccgt gt t ccggcet gt cagcgcaggggegeccggttcttttt gt caagaccgacct gt ccggt gecct
gaat gaact gcaggacgaggcagcgcggct at cgt ggct ggccacgacgggegtt cctt gcgcagcet g
t gct cgacgtt gt cact gaagcgggaagggact ggct gect at t gggcgaagt gccggggcaggat ct ¢
ct gt cat cccacct t gct cct gccgagaaagt at ccat cat ggct gat gcaat gcggeggcet geat ac
gctt gat ccgget acct gecccat t cgaccaccaagcgaaacat cgecat cgagcgagcacgt act cgga
t ggaagccggt ct t gt cgat caggat gat ct ggacgaagagcat caggggct cgcgccagccgaact g
tt cgccaggct caaggcgcegeat gcccgacggcgaggat ct cgt cgt gacccat ggcgat gect get t
gccgaat at cat ggt ggaaaat ggccgettttct ggatt cat cgact gt ggccggcet gggt gt ggcgg
accgct at caggacat agcgt t ggct acccgt gat at t gct gaagagct t ggcggcgaat gggct gac
cgcttcctcgtgetttacggt at cgeccget cccgatt cgcagegeat cgecttctatcgecttcttga
cgagttcttctgat ccgcgcacatttccccgaaaagt gccacct gacgt ct aagaaaccattattatc
at gacat t aacct at aaaaat aggcgt at cacgaggccctttcgtct cgcgegttt cggt gat gacgg
t gaaaacct ct gacacat gcagct cccggagacggt cacagcet t gt ct gt aagcggat gccgggagca

gacaagcccgt cagggcgcgt cagcgggt gt t ggcgggt gt cggggcet ggctt aact at gcggcat ca
gagcagat t gt act gagagaaacccaat t gggt accgagct ccct gcaggaagc(2423)



